%32 E%3H T K#ZE R 53R 3E I A4 Vol 32 No.3
2010 4 06 A Journal of Civil, Architectural & Environmental Engineering Jun. 2010

7 FL A OFLIHRLT Om, AEA!
(1. TRKFE WMTEXE RS IAAF R, TR 400045;
2. TRZBRF FTHF R, IR 400074)

TR BT AL EFG 2 ERAMREWERE ZLHA KABLARA, AT WA
WEEE M489 PCR-DGGE realtime PCR 53K 0T A4 545 & A LT &fe Bz ogmi it 4
REP: BATERITFOR LR EWFTRAE N LR LR S, MAEMBEZMNEFRK, & AK
7 58.3%, U5 FR AN E T RAEM IRA G TEE N E XM AN BAARBPRBET R 453057, & 4
PAF A F A ALE AOB AR A A A HE ANAMMOXz £ 4= L4 5th %, &K aiey R e
AGBRERERD 80% A L BTHAMNEREGARE BT EARE R R TP EA KL
FHER AL NOB T A“ B, &2 AP AL NOs~ MR, LA A HE BN EE, £ WK BAK, £ %%
5& WTRMAE DB L LEMADER 100%, £ B HE B £ — K R IBT A BAK, B R AR R
X4 20%~ 30% #:45 SBBR 8 HRBLAR AMA W K AN Z A TR, £ HEREEH
B&

C A B RBLR ARk A L 42, PCR-DGGE; %8t %k £ PCR

:X703. 1 (A : 1674-4764(2010)03-0113-06
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Abstract: PCRDGGE and realtime PCR technologies were applied to analyze the relationship between
operation efficiency and microbial community structure of the Sequence Batch Biofilm Reactor ( SBBR)
autotrophic nitrogen removal process. The reactor was possessed of a high nitrogen removal efficiency.
And the similarity of microbial community structure between active sludge and biofilm samples was 58.3%.
The features of DO distributing on active sludge and biofilm made an appropriate condition for different
bacteria. A mmonium oxidation bacteria and anammox were the preponderant bacterum in reactor. And
their ce- metabolisms made TN removal rate reach to 90% and 80%, respectively. The reactor worked under

a low efficiency with low concentration of biofilm. It is found that there is no much difference between
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biofilm and active sludge samples on the microbial community structure. The similarity reached to 100%
and the variety of dominant bacteria was poor. Nitrite oxidation bacteria (N OB) were not “washed out”
during the setup time that NO3~ was accumulated in this reactor. TN removal rate was only about 20% to

30% .
Key words: autotrophic nitrogen removal, performance, microbial community structure, PCR-DGGE, reat
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