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Characterization o Phosphate- Accumulating Organisms in Sarting-up EBPR by

FISH Analysis

KANG Han, WANG Xiurheng, L1 Nan, REN Nan-qi
(Qae Key Laloraory of Urban Water Resource and Environment ,Harbin Inditute of Techrology ,Harbin 150090 ,China)

Abgract : Enhanced hiologica phosphorus removal ( EBBPR) process was operated in a laboratory- scale sequencing batch reactor (BR) for
one-nonth fed with acetate as the carbon urce. The characteridic and the microbid popuation gructure and gpace digtribution dynamics of
phogphate-accumulating organiams (PAOs) of dart-up period were andyzed by fluorescent in situ hybridization (FISH) . The reaionship
between enrichment of PAOs and phogphorus remova was discussed. PAOs ocoud be enriched by recirculation activeted dudge containing
heterotrophs through anaerobic aerobic conditions. Portion of PAOs in the dudge increase from 11.5 % to 40.48 %. Bacteria popuation
oconpetition laged 34 days. It sarted from PAOSs replacing heterotrophswhich cost 5 days then followed by 19 daysintrar ecific conpetition of
PAOs. The lag gep was resincreadng of PAOs predominance. Phoghorus uptake by the enriched microbid community was not observed
immediatdy. An accumulating-phase was necessary for PHA and poly- P dorage. A lag-dage of 4-8 days exiged when taking the performance
o the reactor into condderation. Progphorus renova by the precominant PAOs through intra ecific conpetition was achieved dter
accumulaing-phase too. The FISH picture indicated that in the quickly goning phase PAOs cdls were srdl and community gructure was
loose. The latter* accumulating-phase” cels became larger and the community gructure clugered densdy. This sage presented by better
reactor performance.
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