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The Application of 16Sr RNA Gene Technology on Environmental Sciences
L E Yi-quan, GU Guo-wel
(National Key L aboratory of Pollution Control and Resources Reuse, Tongji University, Shanghai 200092, China)

Abstract : With the development of molecular biology , the 16S rRNA gene technique has been gradually used in environmenta i
ences. Now , thistechnique has been mainly gpplied to identify the pollutant - biodegradation bacteria and to analyse the diverdty of mi-
croorganism community in environmenta sanples. Becauseit is unnecessary to culture the microorganisms by traditionad methods, it can
avoid the dtuation of losng the microorganisms during the culture. In thispaper , it briefly introduces that the devdlgpment and the use
of 16S rRNA gene technique on environmenta sciences. The disadvantage of 16S rRNA gene technique is d < discussed.
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