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Abstract: In order to invedtigate the gpplication vaues of polymerase chain reaction (PCR) technique in detection of pathogenic bacteria in
surface water , the universa primerswere desgned and synthesized according to the high conversation of 16SrRNA gene. The DNA o bacteria
from severd water bodies and secondary dfluent in the urban area of Xi' an Qty were extracted and then anplified with the primers, and
sequencing and honology andyses of the PCR production were conducted. As a result , the PCR products of the 4 reference drains were
idertified a 320 bp on the dectrophoregrams, and they were further verified by sequencing and honology andyses. The detection limit of the
totd DNA o E. cdi reference drain was about 250 ng/L and the sensihility of PCR detection was up to Q 275 CRJ/mL.. Regarding different
waer sanples, linpid dectrophores s gripswere identified a 320 bp for 1 river and 2 lakesin the urban area , aswell asthe secondary effl uent
from a domedtic wadewater trestment plant , dl of which are beieved to be under the irfluence of domedic pollution, while no srip was
identified for arother river water which is the well protected urce for potable water supply. Bacteria enumeration was d conducted by
oonventiond culture method for comparion. Regarding feca ooliform, it was only detected from the secondary efluent and a polluted lake.
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Table 1 Characteridics of surface water sarples
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Fg.1 PCR anplification results of the four reference drains
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