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Abstract: Single strand conformation polymorphisn (SSCP) and
heterotrophic bacterial plate counts were used to identify the
compositions of two biofilm samples, S1and S2, from theBeijing 9™
W ateworks PipeNetwork The pipes have smilar ages but diffrent
pipe materials and different residual chlorine concentrations The
results show that the wo samples had different heterotrophic
bacterial counts The SSCP electrophoresis bands were sequenced
and contrasting with Genbank Data show that the wo samples had
100% homology with B acillus cereus, 99% with Peudanonas .

yged143, 100% with Bacillus thuringiensis, and 97% with
A cinetobacter haemolyticus strain AR-46 The band observed only in
the S2 sanple had 96% homology with the uncultured bacterium
clone These potential pathogens require that more attention be paid
to themicrobiology safety of theBeijing drinking w ater.
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2
Genbank
/%
A, F Bacillus cereus 100 AB 190077
B, G Peudanonas 9. yged143 99 EF419342
C, H Bacillus thuringiensis 100 EF537013
D, K Acinetobacter haenolyticus 97 A 'Y 586400
strain A R-46
E Uncultured bacterium clone 96 EF094627
M sR289
3
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