28 10 2006 10

52 9% YK PR I8 N T IR 5 R T

FHE OB R OH OE MR A #
( , 200092)

PCR-DGGE 3
PCR DGGE Shannon

Analysis of microbial community structure of subsurface flow constructed wetland treating polluted surface water Jiang
Lingyan, Yin Jun, Wen Yue, Yao Zhiliang, Zhou Q1. ( StateK ey Laboratory of Pollution Control and Resources Re-
uses, Tongji University , S hang hat 200092)

Abstract: Subsurface flow constructed wetland was constructed to treat polluted surface water. T hree types of
constructed wetlands, which were single macrophyte and single media, multt macrophytes and single media, single
macrophyte and multt media, were compared. M icrobial community structure was conducted with the technology of
PCR DGGE.T he result was analyzed with diversity index analysis and duster analysis.
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